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> ZAHEK293T Cells AT [F]l} 65 Cas9. puromycindfi 3 KA1 H 3 K sgRNA [ 1855 35 B YL HEK 293 T4 i - 4 3 puromycin i
IR BRI 2 SO EEHEK 203 TAINL . ] 45 A 40 i FA0AH I A8 55 75 (1 2 R e 21 ) o< B JR1 15 BB 2 5 1.
U6 sgRNA EFS  SpCas9 Flag P2APuro
BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.
> A H R JE B R R © 2l TTERL 96 E .
> ET AR i CRISPR/Cas94 RIRAF 1 2 vi 4RI, JE T CRISPR/CasOBE AR IS 11, #Hit b P36 2/3 A i R i R
AT EC T H B HIRER, X 13 I AR KBRS R A . IR A5 0L T A 2023 A i A A H I BE R R, S
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> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).
> R FN R LR T CRISPR/Cas9H A FH1-13 K] #5315 K (L05500 pLenti-H1-1-sgRNA). 8% #(L05501 H1-1 Knockout
Lentivirus). HEK293T4H}9(L05502 H1-1 Knockout HEK293T Cells). HEK293 T 4 40 g i RIPA 2% (L05503 H1-1 Knockout
HEK293T RIPA Lysate). HEK293 TR 4 ffd i) Trizol 24 f# (L05504 H1-1 Knockout HEK293T Trizol Lysate)&5 /= i, B4R
825 Rl 7 U A A it o A R S
> HI-TERPEAE BT
Species Gene Symbol Gene ID GenBank Accession Transcript
Human HI1-1 3024 BC069492 NM_005325
About the gene
Official Symbol HISTIH1A
Previous Symbol HIF1
Official Full Name | histone cluster 1 H1 family member a
Synonyms H1.1; Hla
Location 6p22.2
Gene Type protein-coding gene
Uniprot ID Q02539
Pathway/Library Epigenetic Regulators Related Genes Library
Histones are basic nuclear proteins responsible for nucleosome structure of the chromosomal fiber in
eukaryotes. Two molecules of each of the four core histones (H2A, H2B, H3, and H4) form an octamer,
around which approximately 146 bp of DNA is wrapped in repeating units, called nucleosomes. The linker
Gene Summary histone, HI1, interacts with linker DNA between nucleosomes and functions in the compaction of
chromatin into higher order structures. This gene is intronless and encodes a member of the histone H1
family. Transcripts from this gene lack polyA tails but instead contain a palindromic termination element.
This gene is found in the large histone gene cluster on chromosome 6.
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WCEIRAT A0 R Ja T R IR A B AT 15 7%, DA AN PRTS 77 IRZS IR ERRR o W7 i AN AT R 75484 RA7 40 B ] 7E-80°C
MR H

SR E LT 10N M, ARFURN0.5-1ml, TS ZE60-90%, BN EFHE 14N 6cmBFFRILA . R I EFERE
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R AR RIS, BB IR 70 e A B IR I W BE A, SO A RS VS R A N AR A AR KOIRES
TR I 85% 15 AT A AR AE s R BT INANIREL 2, IS IR E T 55 240 b i B0 R DA V7 (1 40 M P
UOMGBE . an SRR (2 F RIS S B O B R AN, T DL E B R R B R SR I R R B R . ARG IR OE
N OR B BE IR AR SR 7%, IF BAE T CE R IR, OREE — PR R TR, FEIN— B3 B IR, IR R T DUS Bk
BT 5 7R MG 22 5 S BN AE K IAIE N, f R B AF A KRS .

AR IR 55 72 NDMEM (high glucose)+10% FBS. 1 £ 55 FR I NG 2 75 55 2% -5 55 20 VW LA B 1] BE 4 B8 V5 e s
W 7 K75 5 3-8 RV (100X) (C0222). [, In N9 E 1 pg/mlffiPuromycin (ST551) A& 441895 75 IVHEK 293 T
) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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X2 4, P LAUEIE T7 Endonuclease I (T7TEDIZFAT S, RIH&HLAH M 1) 3L K 4HDNA,  7EsgRNAJFFI Ul & it 514
HEATPCRY 18, SR 5 HEATTTEIRG VI AT 3K o0 M7, EARIE S35 38 25 R I 2[R 41 G 5 5 7 46 771 S1(D0508) BT 7 Endonuclease
I (CRISPREE 2[RI AR 4 58 ) (D7080); o] LU H M R M HTA st AT Arill . 3. BT CRISPRE: PR m b il 2 3%
TANRIE (BRI RAE, ANIE A BT qQRT-PCRXT H 5 PR mRNARE AT 5 S AG R 1 W7 75 S 1 B A3 R 1 e Bk o

b, X TERTCEANNG, FEPCRY 1Y H sgRNAKE [ (5 PR v BOG #EAT 8 M A 1) 77 QAT S0 AE, RIS ] DUASE FH AR B A T
PRTEATRI AR 77 it 0 AT DB A ik — 25 05 30 PP o o 4 AR P 3 47 268 81 s 4 110) 25 5 DA RS SR (R AR W 7 D RE A 9
X~ m:
e RE) I i A R (e
100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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